EGF-like Family (Fold Group 25)

Most members of this family have three highly conserved disulfide bonds.  An exception is the N-terminal domain of MSP-1 from some Plasmodium species, which include only two of the three bonds, but still adopts the same structural fold as the other family members.  Protein abbreviations in this figure are as follows:  epidermal growth factor (EGF), low density lipoprotein (LDL), and merozoite surface protein 1 (MSP-1).

Red bold text indicates conserved cysteine residues in disulfide bonds, yellow highlighting indicates uncharged residues in mostly hydrophobic positions, grey highlighting indicates mostly polar positions, and cyan highlighting indicates mostly aromatic positions.  Secondary structure elements are noted above the alignment with H signifying α-helix and E signifying β-strand.  The numbers before and after the sequence denote the PDB residue number of the first and last residues in the domain sequence, respectively.  Numbers inside brackets indicate the number of residues in an insertion.  PDB codes and chains are shown at the left of the alignment.  Protein/domain names and species are shown at the right.

[image: image1.jpg]legt

lixa

luzjA
1hz8A
lnpeB
1gl4A
17v2B
loblC
InliA
1b9wA
loblC
InliA
1b9wA

1
46
1486

848
359
563
45
52
46

EEEEEE EEEEEE

-NSYPGCPSSYDGYCLN—-—-———— GGVCMHIES---LDSYTCNC
-VDED@CE---SNPCEN——-———— EGECHDDI———-—- NSYECWC
—TDVNECLE - - PiERCHN— — — ———— SGNCVNTP———-- GSYICDC
--GTNECLD-NNGGCS—--—-————-— HVCNDLK-—-—--- IGYECLC
————— AC-————--ACNPYGTVQQESECHPV-———-———BGECQC
————— TCAN-NRHQCSV------HAECRDYA-----TGFCCRC
——REDWCMEISNGLLC8G—————-— BGRCEC————————— GSCVC
——-PNPTCNE-NNGGCDA—-—-———-— DAKCTEEDSGSNGKKITCEC
--—-ITCEE-NNGGCAP------ EAECTMDD----KKEVECKC
---NMTCKD-KNGGCAP--—-—-—- EAECKMND----KNEIVCKC
NIS@HECVE-——BECRO—————-— NSGCFRHL----DEREECKC
-SSAHKCID---TNVPE---—-—-- NAACYRYL----DGTEEWRC

MSSEHRCID---TNVPE-——-—-- NAACYRYL----DGTEEWRC
! I 1 | 1

T-G¥SGD----RCQTRD[7]
F-GFEGK----NCEL-----
P-DFELNPTRVGCVDT----
D-GFQLVA-QRRCED--—--
P-HVSGR----DCGTC [13]

-N¥TGNG--RQCVAE-—--
QPGSYGD----TCEK-—---
KPDSYPLFDGIFCSHH---—
KEGSEPLFEGVFCSSSSG—-
KEGSEPLFEGVFCS--—---
L-NYKQEG--DKCVEN-—--
L-GFKEVG--GKCVPAS—--
L_

EDA--GKCVPAP--—
J

53
84
1529
41
899
398
600
95
98
89
44
51
45

EGF, mouse

factor IX, EGF-like domain, human
fibrillin-1, EGF-like domain, human
LDL-receptor, EGF-like domain, human
lamimin y-1 chain, EGF/laminin module, mouse

nidogen-1, EGF-like domain, mouse

integrin oVB3, EGF-like domain, human

MSP-1, EGF-like domain 2, Plasmodium falciparum
MSP-1, EGF-like domain 2, Plasmodium knowlesi
MSP-1, EGF-like domain 2, Plasmodium cynomolgi
MSP-1, EGF-like domain 1, Plasmodium falciparum
MSP-1, EGF-like domain 1, Plasmodium knowlesi
MSP-1, EGF-like domain 1, Plasmodium cynomolgi




